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[MHZE )] BA R+ mR-196b-5p EREHHERELRFAFRIAER, b mR-196b-5p (EA R BB BEEMITENH
M, FHE—SOTHEANS . Fx UKE 2015 E 2019 ETEAMNERBCANBIEFREWRIL ARESHEN 24 flEH
MREEARENES(EBEME=2 cm) EEARIRAEA, XA gRT-PCR %k &M miR-196b-5p FikK F. ROC #h & IF &
mMiR—196b—5p W& B A9 8E , I ERERE R AR ( TCGA )RR FIA L H( GEO ) BB 71 1F, H— % LR R B I R4
R BB ERARP MR-196b-5p FTikKF, BETF TCCAHEE, BEFHERSERNATHNEB(KEGG)EE A XWMTH
# miR-196b-5p MIEXE 5@, LR gRT-PCRIENER TCCAREEM GEOREETRES BEEERZAR
miR—196b-5p %%@K:ufjﬁﬁim?r%rtﬁiﬂ,,\ (3 P<0.01), miR-196b-5p KF iR ESHRARBEN 0.79, HREH
0.92, R{EEME AR 1.542,AUC 3 0.891(95%CI:0.767~0.962)( P<0.01); 1R1B TCGAEIBITE , REUEH 0.86, 157 E 4 0.85,
BERME S 5.310,AUC 4 0.832(95%CI:0.748~0.897 ) ( P<0.01);1R1E GEO #iBITE , REUE X 0.89, 1 7 E H 0.96, H{E#k
Wr{E 4 0.012,AUC 24 0.946(95% CI:0.900~0.975)(P<0.01),T,, B E B R EEALA T mR-196b-5p KiAKEST T, #
BEHERE(P<0.05), BESEREALR mR-196b-5p RFIA(<1.898 )EE SFELHFEER N 55.3%, HES T miR-196b-5p &
FIL(>1.898)EEM 0.0%(P<0.05), KEGG ERERRTEZFERNBESETH LN REENLEAMEE(MAPK) Wt B RS EL
AN Bz —5%5(@@(P|3K)/EE|5%@E B(AKt ) F & &BEE (1Y P<0.05). i R EBHEEALR T mR-196b-5p RIXKFEHESTF
BEETHFAR, TN SESERFENBEEYREY. MR-196b-5p THERIT S5 RAR S LA ESRKE, EaEEDE
&Eﬁ’ﬁﬁﬁo
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[ Abstract ] Objective To,study the expression of miR-196b—-5p in esophageal squamous cell carcinoma tissues and
its clinical significance. Methods". Twenty—four cancer specimens and 24 corresponding paracancerous normal tissues
samples were taken from patients with esophageal squamous cell carcinoma from 2015 to 2019. The expression level of
miR-196b—5p in cancer tissues and adjacent normal tissues was detected by gRT-PCR. ROC curve was used to analyze the
sensitivity and specificity. of miR—196b-5p for diagnosis of esophageal cancer. TCGA and GEO database data were collected
for validation. The association of miR—196b-5p expression with clinicopathological features of cancer were analyzed. Based on
TCGA database, the signal pathway of miR—-196b-5p was analyzed by KEGG enrichment. Results The gRT-PCR testing
and the TCGA and GEO data analysis showed that the expression level of miR—196b-5p in esophageal squamous cell carci-
noma was significantly higher than that in normal tissues (all P<0.01). The sensitivity of miR—196b-5p in the diagnosis of
esophageal squamous cell carcinoma was 0.79, specificity was 0.92, best cut-off value was 1.542, AUC was 0.891 (95%CI:
0.767-0.962)(P<0.01). According to TCGA data, the sensitivity was 0.86, specificity was 0.85, best cut-off value was 5.310,
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AUC was 0.832 (95%CI: 0.748-0.897)(P<0.01). According to GEO data, the sensitivity was 0.89, specificity was 0.96, best
cut—off value was 0.012, AUC was 0.946(95%CI: 0.900-0.975)(P<0.01). The expression level of miR-196b-5p in cancer tissues
of patients with stage Ts, was higher than that with stage T, (P<0.05). The 3-year survival rate of patients with low expression

of miR-196b-5p was significantly higher than that with low expression of miR-196b-5p (P<0.05). KEGG enrichment results

showed that the differential genes were significantly enriched in MAPK, Wnt, PI3K / Akt and other pathways (all P<0.05).

Conclusion

The expression level of miR—-196b-5p is up-regulated in esophageal squamous cell carcinoma tissue, which may

be used as a potential biomarker for screening esophageal squamous cell carcinoma. miR-196b-5p may play a carcinogenic

role in esophageal squamous cell carcinoma by regulating multiple signaling pathways.

[ Key words ] miR-196b-5p Esophageal squamous cell carcinoma Biomarker Signaling pathway
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