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The Mechanism and Molecular Basis of Rhubarb Peony Decoction Based on Network Pharmacology to Treat Appendicitis

ZHU Yuan-gui, ZHU Zhi—cheng, FENG Bo, XIA Yu*
(Department of General Surgery, Jiangxi Hospital of Integrated Traditional Chinese and Western Medicine, Nanchang330003)

Abstract: Objective: To study the mechanism and molecular basis of rhubarb peony decoction in the treatment of
appendicitis by network pharmacology method. Methods: The main chemical components of five traditional chinese
medicines in rhubarb peony decoction were searched from the Traditional Chinese Medicine Systems Pharmacology
Database and Analysis Platform (TCMSP). The corresponding targets of TCM compounds were searched and predicted by
the TCMSP platform. The appendicitis disease targets were searched in the Genecards database. The intersection of both
targets was imported into the Swiss platform to obtain the PPI network. The core targets were screened and the network of
rhubarb peony decoction-potential target-appendicitis was constructed. The core targets were enrichment analysis by gene
ontology (GO) molecular function and Kyoto Encyclopedia of Genes and Genomes (KEGG). Results: There were 11 main
active ingredients in rhubarb peony decoction, 166 effective targets of the active ingredients, 709 targets for appendicitis
diseases, 66 intersection core targets; GO enrichment analysis showed that the target genes were mainly involved in positive
transcription regulation of RNA polymerase Il promoter, positive regulation of the nitric oxide biosynthesis, positive
regulation of the smooth muscle cell proliferation, positive regulation of the protein phosphorylation, etc. KEGG
enrichment results showed that rhubarb peony decoction may have the efficacy of regulating the FoxO signaling pathway,
sphingolipid signaling pathway and Toll-like receptor signaling pathway. Conclusion: Rhubarb peony decoction can
regulate the body's inflammatory response, FoxO signaling pathway, sphingolipid signaling pathway, cancer pathway,
tumor necrosis factor signaling pathway, and participate in the transcription regulation of pro-inflammatory cytokines in the

treatment of appendicitis.
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