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Fig.1 Four M. meretrix strains with different shell colors and decorative patterns
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Tab.1 Sequence of adaptors and primers used for the AFLP analysis

/ /
EcoR 1 5'-CTCGTAGACTGCGTACC-3' Mse 5'-GACGATGAGTCCTGAG-3'
3"-CTGACGCATGGTTAA-5' 3-TACTCAGGACTCAT-5’
EcoR I Mse I
EO1 5'- GACTGCGTACCAATTC A-3' MO02 5'-GATGAGTCCTGAGTAA C-3’
E32 5-GACTGCGTACCAATTC AAC-3’ M48 5'-GATGAGTCCTGAGTAA CAC-3’
E33 5'-GACTGCGTACCAATTC AAG-3’ M51 5'-GATGAGTCCTGAGTAA CCA-3’
E35 5'-GACTGCGTACCAATTC ACA-3’ M54 5'-GATGAGTCCTGAGTAA CCT-3’
E38 5-GACTGCGTACCAATTC ACT-3' M55 5'-GATGAGTCCTGAGTAA CGA-3'
E45 5-GACTGCGTACCAATTC ATG-3' M58 5'-GATGAGTCCTGAGTAA CGT-3'
Mé61 5'-GATGAGTCCTGAGTAA CTG-3'
M62 5'-GATGAGTCCTGAGTAA CTT-3'
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Tab.3 Frequency of unique loci in the four M. meretrix strains RS
AFLP TC BS DF RS ' ’
BS R TC
1 E38M61-21 0.344 0 0 0
TC >
2 E38M61-22 0.781 0 0 0
3 E38M61-38 0 0 0 0.500 ’
4 E33MS51-5 0 0 0.438 0 s N N i " N
*5 N4 mARERBEEHEUEREIENSEES
5 E32M61-14 0 0 0.219 0 :
( Nei )
6 E32M54-9 0.750 0 0 0 Tab.5 Nei’s genetic similarity and genetic distance among the
7 E35M48-4 0.375 0 0 0 four M. meretrix strains
8 E35M48-7 0.281 0 0 0 TC BS DF RS
9 E38M54-6 0.781 0 0 0 TC — 0.9324 0.9207 0.9245
10 E38M549 0 0531 0 0 BS 0.0700 — 0.9345 0.9455
11 E38M54-12 0 0.344 0 0 DF 0.0826 0.0677 B 0.9551
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21 E45M519 0 0375 0 0 | BS
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27 E32M51-48 0 0.250 0 0 Fig.4 Phylogenetic tree based on genetic distance of the four M.
28 E32MS55-8 0 0.250 0 0 meretrix strains using the NJ method and the UPGMA method
: N, UPGMA
29 E32M55-34 0 0.219 0 0
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R4 XiE@mABEMBEADTERE AMOVA 517
Fig.4 Analysis of molecular variance among and within the 31
four M. meretrix strains
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Abstract
and red shell (RS), were examined using amplified fragment length polymorphism (AFLP). 15 AFLP primer combinations were

Genetic variations of four strains of Meretrix meretrix, i.e., thin checkered (TC), black spot (BS), dark fringe (DF)

applied to analyze the genetic diversities and relationships among these strains. 29 strain-specific bands were found in overall
789 detectable bands. These strain-specific bands may be used to distinguish these four strains. The overall percentage of the
polymorphic loci of these four strains was 90.75% and the percentage of the polymorphic loci ranged from 61.34% to 75.16%.
Nei’s genetic diversity analysis and Shannon’s information index showed that the levels of genetic diversity were in the order of
BS > RS > DF > TC. AMOVA analysis indicated that the average fixation index (Fg) was 0.2055%, with 79.45% of variance
from within strains and 20.55% of variance from among strains. The results of a cluster analysis indicated that the TC strain had
the highest genetic variation, the BS strain ranked the second, and genetic variations between the DF and RS strain were the
lowest. One AFLP marker only existed in the TC strain and the frequency was 100%. These results suggested that the unique
band of TC strains could be a molecular marker which can be used for strain identification purposes.
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