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ABSTRACT Objective: This is an epidemiological study on the distribution pattern of HPV genolypes in Lanzhou area. Methods:
One hundred samples were detected for HPV genotyping by using PCR technique. Results: In 100 samples, the positive rate of HPV
DNA was 19%. HPV16 DNA was 15 % (15/100). HPV58 DNA was 3%(3/100) and HPV18 DNA was 2 %(2/100). And one case infect-
ed both HPV16 and HPV18. Conclusion: The most prevalent HPV genotypes in Lanzhou area were HPV 16 which is closely related with
the malignancy. Therefore peoples who suffered HPV DNA positive should be regularly followed-up, which is useful for the prevention
and treatment of cervical cancer.
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b [ Takara, 2% A7 K, & DNase [1) RNase, & (1§ K, /0%,
IR, S NI 340 1 S F 2 A8 24 i s DNA marker I )
A LR A B A A
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ZEIT 2 D ; Forma-86C #HK iRk 4 (Thermo A7)
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1.2.1 f54 DNA [FHEHT (3597 5 S i A ds 1 I e 4 b
BN Il (A2 2 ER K, 7870 3é 35 i e N B B0, 10000
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Table 1 High-risk HPV primers sequence and the length of amplification products

P =K JF (The length of amplification

HPV AU 5](HPV type) 514 5%) (Primer sequence)
products)

HPV16 L3514 (Sense primer) : GGTCGGTGGACCGGTCGATG 96 i FL Xt (bp)
T #7314 (Anti-sense primer) : GCAATGTAGGTGTATCTCCA

HPV18 95514 (Sense primen) : CCTTGGACGTAAATTTTTGG 115 B x5 (bp)
FY#514 (Anti-sense primer) : CACGCACACGCTTGGCAGGT

HPV33 3514 (Sense primen : CCACCACTGCTTCTTACCTC 117 Bl (bp)
T U514 (Anti-sense primer) : ACCATTTTCATCAAATGGGA

HPV58 3514 (Sense primer) : CTGTAACAACGCCATGAGAG 336 BT (bp

U514 (Anti-sense primer) : TCAGGGTCATCCATTGCAGA

1.2.3 HPV DNA ({38 %] 50 ul 7 #94A R , N5 ddH2034.0
ul , 10x buffer5.0 ul, dNTP 2.5 ul, Sense primer (10uM) 2.5 ul ,
Anti-sense primer (10uM) 2.5 ul, DNA # 4z 2.5 ul, Taq DNA
Polymerase 1.0 ul ; PCR Jz V. 451F: 94°C FilA5 P 5 min; 94°C A8 P
455, 57 CHME: 45 s, 72°C 4E441 90 s; I 35 ANMIEELR, % )i 72°C 4E
il 5 min .,

1.2.4 PCR WM B IEHHRER vk H 1% TAE ZEpPiic il 2.5
% (M RUBUIEBEBEIR G IR LA 0.5 ug/ml (¥RAL 25D , L
PCR ;¥ 5ul, 5 1ul ff] 6% loading Buffer V& 5J Jj5 %, 120 V

4 1. HPV16 PCR F=4[4]

Fig.1: HPV16 PCR product diagram
1:marker 2.3:HPVI16 fiTEdiA 4:HPV16 [J]
PEbRA
1:marker 2.3:HPVI16 positive sample 4:
HPV16 negative sample

22 g R
7 100 9] & 5 v A 19 6] HPV BHE, HPV DNA & B
PEAS H % 19 %, HPV JEELR i my BIMIRAK I Ch : HPV16 DNA

< 2. HPV18 PCR F=4 4]

Fig.2 : HPVI18 PCR product diagram
1:marker 2.3: HPV18 [JPEkrA 4: HPV1S [H
PEbRAR
1:marker 2.3:HPV18 negative sample 4:

LYK 25 min J&, EBER SR R GEH R AMT R 20 kS R
1.2.5 84 DB PG A AW AR A marker, HERAE L EERL 1)
DNA FEANAZ B E B E R BIYE, B SR IR AR
T3 5N DNA 38, F PR RS Pk K 26

2 #iR

2.1 S RUAZ R HL bk
LEEAMT R, 2 marker 1] WL HPV16, 18,58 £E M N A &
A B AT I, v WL H B R B s, B L 193,

4500b

4 3. HPV58 PCR =44
Fig.3: HPV58 PCR product diagram
1: marker 2: HPV58 [H{:#rAc
1: marker 2: HPVS58 positive sample

HPV18 positive sample

HPV58 DNA \HPV18 DNA ., 1L}t HPV 16 15 HPV18 X i}
LBl RARGERIEIZ 2.
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Table 2 The results of HPV genotyping
15 Group) HPV & (HPV HPVI16 [fHE(HPVI6  HPVIS [ (HPVIS  HPV33 [ (HPV 33  HPV58 [H % (HPV 58
infection) infection) infection) infection) infection)
A (Number) 19 15 2 0 3
J& YL (Infection rate) 19 % 15 % 2% 0% 3%
E: AU K Ye— 1] (HPV16 . HPV18)
Note: there was 1case of dual infection (HPV16, HPV18)
A AN

3 e
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fE N FL I3 5 (HPV) (1) FF 4RI e 55 5 3000 1) R 2B 3 AN A]
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HPVI18 (1] E6 E7 J5Uji 82 11, 110 E6 \E7 J5UJi 8 (1] 705 L5 e
HH pS3.Rb 45 G, AT AL 3L B A, Ao 20 0 e R 32 45, 4N
RS R, B A A, S EUE AR

HPV e AT AP KSR AR, IR A7 A2 W] R 55 R ) Ak
e DX IR 22 L, — AR L (R G AT D 5%~ 44% ANEEM, HL
KL HPV RGO B rE B AR R AR IS, T RE 2
HI A FRNEAR HPV H G5 452 8 A IR AR R AROK, A 1
BAAZ IR GRS AL RA G HPV 2 HEK Q2
PG, Lee 55 NWFIT T 2 8 HPV YL 5 B3R MG R, 455
S — HPV JRG AR 5 5500 (1 S0 XURS 39 19.9 i, T 2
HPV GG IZ AR 2] 31.8 £ 9, MRs4x it 5 78 A~ HPV
FATHAHKHI TG, HPV BUEGEA N 10.41%, T0% K1 A
BIE— 4 B LA S TS BRI G KL 90% Y I e 2 1 P £
TR, A D893 4 RS G, A7 SCHRIRE = fa 27 HPV )
FRE sl SIS i e 4 o 80 A AR ) e R A e
FERL HPV FFSEIGe NI -2 W =) 2508 g 7 993 4 2 3000 »
T LA R HIVA ST 2 BRAR T S0 RO 26 S AE T A R0dA%,
DRIt HPV AGH At ol A5 A2 S L

H i HPV R0 I 3 S T TR A 2 A0 03 T AR HOR A
W, ABFFERHAT per HAXS 22 JHHBIX 100 B AR T2 88 # 1t
7 HPV 5 PR 7 RS ), SL25 RN, AL X 4 £k HPV DNA
FH P 2k 19% (19/100) , H:rh HPV16 DNA BH M %4 15%
(15/100) ,HPV18 DNA BH 43 24 2% (2/100) , HPV58 DNA [H
% 3%(3/100), RIIA X Lok HPV G 3= 2201 HPV 16 A
O S A S A PR RS A — B AWETT UL 1
HPV16,18 R HL G, n] GE AR A KA FRITEL 1359 KA A
HUMERE— D0,

X R 2 PEREAT HPV DNA FRJEDA 73 BRI, 645 0T 1
PRAZ W 55 P W 73 2240 T 0 3, HPV (R it 8 B g i 2 A0
TS 5 AU B o L, PR DU 0 200 i 2 S TR
Il PR CIN Jii 2, AR A HPV AT = WF UM HPV 2 i 1 F
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