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Distributing disciplinarian and drug resistance of pathogenic bacteriain
Procambarus clarkii and its external environment in Huai’an

LI Bing-Bing, LIU Chun-Cheng, HOU Hai-Yan, LI Shuang-Shu, LIU Liang’

(Huai’ an Center for Disease Control and Prevention, Huai’ an 223001, China)

ABSTRACT: Objective To analyzed the distributing disciplinarian and drug resistance of pathogenic bacteria in
Procambarus clarkii and its external environment in Huai’an, so as to provide basis for prevention and control of
foodborne disease. Methods The Salmonella, Saphylococcus aureus, Listeria monocytogenes, Escherichia coli
0157 and Vibrio parahaemolyticus in 70 samples of Procambarus clarkii and 40 samples of external environmental
water were tested according to the national standards of food microbiological examination. Then the serotype
distribution of Salmonella were identified, and the drug resistances of Salmonella and Saphylococcus aureus were
determined by Kindy-Bauer (KB) method. Results The total detection rate of pathogenic bacteria in Procambarus
clarkii was 41.43%. The pathogenic bacteria included Salmonella, Saphylococcus aureus, Vibrio parahaemolyticus

and Listeria monocytogenes. The total detection rate of pathogenic bacteria in external environmental water was
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22.50%, and the pathogenic bacteria included Saphylococcus aureus, Salmonella and Vibrio parahaemolyticus.
Salmonella isolates showed high resistance to nalidixic acid and ampicillin, and Staphylococcus aureus isolates
showed high resistance to erythromycin, trimethoprim/sulfamethoxazole and clindamycin. Conclusion There is

pollution of pathogenic bacteria in Procambarus clarkii and its external environment water in Huai’ an, and the drug

resistance of Salmonella and Saphylococcus aureus was serious.
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Tablel Detection resultsof pathogenic bacteria
0157
/
/ /
1% 1% 1% 1% 1%
30 8 26.67 6 20.00 2 2.86 0 0.00 3 10.00
40 12 30.00 10 25.00 0 0.00 0 0.00 6 15.00
15 2 1333 2 1333 0 0.00 0 0.00 1 6.67
25 1 4.00 2 8.00 0 0.00 0 0.00 0 0.00
110 23 2091 20 18.18 2 182 0 0.00 10 9.09
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Table2 Serotypedistribution of Salmonella
/
%
(S. typhimurium) B 2 0 2 8.70
(S. enteritidis) D 8 3 11 47.83
(S. anatum) El 1 1 2 8.70
(S. london) E1l 2 1 3 13.04
(S. senftenberg) E4 4 1 5 21.73
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