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Abstract: Bacillus subtilis is an aerobic, gram - positive probiotic, which can form spores on
strong stress resistant when facing the nutritional starvation. Owing to the unique structure and
physiological function of spores,spore surface display technologies have many advantages over
other ones. The constructed recombinant spores are not only easy to purify,but also have high
recovery rate and good safety. Bacillus subtilis surface display technique has been developed
rapidly in recent years. In recent years, Bacillus subtilis spore surface display technology has
been rapidly developed,and various anchored proteins such as CotB, CotC, CotG, CotZ, CotA,
OxdD, CotE, CotZ,and CgeA have been successfully used to display foreign proteins or poly-
peptides on spore surfaces and applied to the fields of industrial enzymes, oral vaccines and
drugs,the production of large molecular weight

polymer protein and biological treatment of

ks B #:2018-04-21 environmental pollution and other fields. In this
VEEG I EH (1994 —) , 40, WL Fge A, B M iy se s study, the integration strategy of the spore dis-
B F 2 12 M2 TR play system is introduced firstly,and the applica-
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spores display technology,as well as its applica-
tion and prospect in various fields are expounded
further.
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Fig. 1  The flowchart of integrating target genes into

Bacillus subtilis genome through an integrated vector
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