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v S

2 rbcScDNA

V G YQ DNRYWTMWI KTLP MTFEF G C

Fig.2 The partial nucleotide and deduced amino acid sequences of rbcS cDNA from Chlorella pyrenoi dosa
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Abstract :In this paper , the rbcS genesfrom the unicellular green alga Chlorella pyrenoi dosa NMBIuh015
1 were cloned and analyzed. Methods: One pair of degenerate primers specific for rbcS was des gned accord-
ing to the conserved rbcS nucleotide sequences from other unicellular green algae. Then, one rbcS cDNA
(245bp) and three DNA (named as CP1, CP2 and CP3 with length of 1425bp , 810 bp and 705bp , respec-
tively) sequences were PCR amplified, cloned and sequenced from C. pyrenoidosa NMBIuhO15-1. Results:
The nucleotide sequence of rbcS cDNA was dmilar to those of C. vulgaris, Dunaliella tertiolecta and
“ SUN CHLORELLA" strainof C. pyrenoidosawith identitiesof 93 %, 92 % (91 %) and 90 %, respective-
ly. However , the deduced amino acid of rbcS cDNA had the highest identity of 80 % to D. tertiolecta. The
three rbcS DNA sequences showed high homology with those of other green algae and higher plants, of
which CP2 sequence shared more smilar to CP3 than to CP1. Concluson: The partial rbcS sequencesfrom

C. pyrenoi dosa NMBIuh015-1 were obtained.
( : )
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